ddays yal) SIS guil) JISE) dans ce CaEST)
il graad) pluadl) ! Jaad) aand A8,

Saad) daaa g
) )
2Baballe Juia ] kel el Cigi s

Ualital)
sdaial)
S il S Jseame (2 pall et N ol 15V 5 callall elail 3 Jal gadl oLl 518 o) Lt ) Lisns Jeal) s 22,
il o3a () V) Jaal) aaniiy LoDl A jall 5 (SNPsS) 3l sl JISEH aaed oy 48e @llia o) il all (g
systematic reviews ) aall dbaa¥) Jllaill 5 dagiall Cleal jall 50l LS sl (5 s o 45 5lii
(Candidate gene association studies )z sl sl Ll )Y @ld alul il (and meta-analysis
IS, Jeall aansty Ll 4L 483 W (rs1051740, rs2234922, rs268, rs6025) SNPs dx i 35 5
S (LPL) & sk rs60255 rs268 Laiw ((EPHXT) s (e (aki (51051740, rs2234922) o
Al yall 02¢] ¢ gumaS W s o3 285 ¢ i) e (F5)
Ciagl)
&= SNPs o2 a8le Ll 5 Jaal) aandy Llal) 446, 483e Ll 55 )l SNPs Jkaa) ) sl 138 Caagy
b el lal) e Jaall aandy ALaY)
143 k)
oo i€l a3y DNA 353 (iaslall Gadlaind &5 Jeall aauy Abas 95 5 G ol el 18 e a2 Gl Cared
Real-Time PCR with hydrolysis probe (TagMan® life 4 ddaul 5 435 51 )yl
Technologies).
- il
(OR=1.126; 95 % SNPs 4x,¥1 (& Jaal) ans 4008 g 430 55l ) il 0 A8e 2 5m g pae gmiliil) < jelil
Cl=0.6624-1.9147; p=0.66, for rs1051740, OR=1.098; 95 % CI=0.62-1.94; p=0.75, for
rs2234922, OR=1; 95 % CI=0.69-1.45; p=1, for rs268, OR= 1; 95 % CI=0.69-1.45; p=1,
S sdl a1 (for rs6025
= duadAl)
LG e il o L cad (rsB025 5 «rs268 «rs2234922 «rs1051740) SNPs da Y1 oda of 52y
Lol A6 Ale Culd 5 AN A5 il e e CadSl Al dals @llia (i L gradl die Jesll sy LlaY)
o2l 3] Sl pad sl 4y s <l pige a5 O oS o) s Sl b sl ie Jaall aensty


http://www.ncbi.nlm.nih.gov/projects/SNP/snp_ref.cgi?rs=1051740
http://www.ncbi.nlm.nih.gov/projects/SNP/snp_ref.cgi?rs=1051740
http://www.ncbi.nlm.nih.gov/projects/SNP/snp_ref.cgi?rs=1051740

Detection of SNPs associated with preeclampsia susceptibility in
Saudi women.

Nada Mohammed Aljuaid
Supervised by
Dr. Nouf Lagqtom & Prof. Nabeel Bondagji

ABSTRACT
BACKGROUNG:
Preeclampsia (PE) remains a major cause of maternal morbidity and mortality worldwide. The etiology of
preeclampsia is still unknown. Growing studies reveal the association between several single-nucleotide
polymorphisms (SNPs) and PE susceptibility; however, the results are inconsistent at the population level.
Recent meta analysis and systemic reviews of candidate association studies indicate the involvement of
four SNPs (rs1051740, rs2234922, rs268, and rs6025) in preeclampsia development.
Both rs1051740 and rs2234922 are located within microsomal epoxide hydrolasel, (EPHX1), whereas
rs268 and rs6025 are in the lipoprotein lipase (LPL) and Factor V Leiden (F5), respectively, which were
chosen as the subject of this study.
OBJECTIVE:
This work aims to select putative PE associated SNPs and evaluate the association of these selected SNPs
with PE among Saudi women.
METHODS:
Blood samples of 139 healthy pregnant and 94 preeclamptic Saudi women are collected, and DNA
extracted, followed by genotyping using Real-Time PCR with hydrolysis probe (TagMan® life
Technologies).
RESULTS:
The results showed no significant associations between genotypes and preeclampsia development for the
four SNPs studies (OR= 1.126; 95 % Cl= 0.6624-1.9147; p=0.66, for rs1051740, OR=1.098; 95 %
Cl=0.62-1.94; p=0.75, for rs2234922, OR=1; 95 % CI=0.69-1.45; p=1, for rs268, OR= 1; 95 % CI=0.69-
1.45; p=1, for rs6025) in Saudi women.
CONCLUSIONS:
It seems that four SNP (rs1051740, rs2234922, rs268, and rs6025) are not important candidates for the
development of preeclampsia in Saudi women. Importantly, there is a critical need to determine other
genetic variants that influence the risk of PE in Saudi population, which can provide potential biomarkers

in the early diagnosis of this disease.
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